Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.003 Å; R factor = 0.029; wR factor = 0.073; data-to-parameter ratio = 22.4.
In the title molecule, C 14 H 26 Br 2 O, the central carbonyl group (C 3 O) is essentially planar (r.m.s. deviation = 0.0021 Å ). The Br atoms lie on the same side of the molecule and are approximately syn, with a Br-CÁ Á ÁC-Br torsion angle of À43.52 (13) . The crystal structure is devoid of any specific intermolecular interactions.
Related literature
For background literature and the synthesis and crystal structures of related compounds, see: Parvez et al. (2002) Experimental 
Figure 2
A view of the unit cell packing of the crystal structure of the title compound. H atoms were omitted for clarity.
3,5-Dibromo-2,2,6,6,7,7-hexamethyloctane-4-one 
Data collection
Nonius APEXII CCD diffractometer Radiation source: fine-focus sealed tube Graphite monochromator ω and φ scans Absorption correction: multi-scan (SORTAV; Blessing, 1997) T min = 0.498, T max = 0.823 6698 measured reflections 3630 independent reflections 3044 reflections with I > 2σ(I) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
